






























Is it in cancer 







152 Gm12260 448.4285 0 0 not in UniGene 0 0 0 0 0 0
nothing 





11Rik 319.9423 0 0
testis (32), 
ebrtissue (5) 0 0 0 0 0 0 3 paras
conserved down to 
ciona sea squirts 0 0 0 0 0 0 2
ENSMUSG
00000072





.2 588.3529 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 4
ENSMUSG
00000086
022 Rad51ap2 563.0095 1 0 0
already meiosis 
specific 
published 0 0 0 0 0 0 0 0 0 0 0 0 0 5
ENSMUSG
00000087
146 Gm15205 221.5123 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 6
ENSMUSG
00000074
674 Gm10742 493.5149 0 0
spinal chord 
(80), embr 
tissue (1), brain 
(6) 0 0 0 0 0 0 no paras
conserved in 





M04Rik 207.1013 0 0 0 0 0 0 0 0 0 1 para 0 0 0 0 0 0 0 8
ENSMUSG
00000053
852 Gpr112 166.6931 0





Component integral to 
membrane, 
membrane, ... Function 
G-protein coupled 




tissue (4) 0 0 0 0 0 0 no paras
conserved in 
zebradanio, rat, 
moue 0 0 0 0 0 0 9
ENSMUSG
00000071








gland (9), skin 
(8) no paras
conserved down to 
zebradanio not in oncomine
no interaction in 
biogrid
not targeted by 
KOMP
Not too much information in 
expression. Some ESTs all 
around. From array 
expression higher expression 





.1 427.5791 0 0 0 0 0 0 0 0 0
achieved 
gene 0 0 0 0 0 0 0 11
ENSMUSG
00000070
495 Ctcfl 187.2766 0 0 skin (83) 0 0 0 0 0 0 1 para 0 0 0 0 0 0 0 12
ENSMUSG
00000071










stomach (157) 0 0 0 0 0 0 no paras
conserved down to 
turtle 0 0 0 0 it´s a neuropeptide 0 13
ENSMUSG
00000071
719 Tmem28 397.5921 1
transmemebrane 













embrtissue (1) no paras
conserved down to 
lamprey not in oncomine
no interaction in 
biogrid
not targeted in 











pancreas 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 16
ENSMUSG
00000081
885 Gm13231 387.9419 0 0
not expressed 
in testis 0 0 0 0 0 0
nothing 





16Rik 364.6266 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 18
ENSMUSG
00000084
066 Xlr4d-ps 100.0643 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 19
ENSMUSG
00000074





ps 324.7692 0 pseudogene no info 0 0 0 0 0 0
nothing 












brain (2) NO no paras





not targeted by 
KOMP
no sign of expression in 
human or mouse testis by  
gnf expression in 
arrayexpress and in the 
unigene and ovary 
expression is rather feable Tspear 22
ENSMUSG
00000073
146 Gm10474 265.1559 0 0 0 0 0 0 0 0 0
achieved 
gene 0 0 0 0 0 0 0 23
ENSMUSG
00000047










brain (2) 0 0 0 0 0 0 no paras
conserved down to 
Coelacanth 0 2 splive variant
Vector, ES cells, 
microinjected 
mouse 0 0 0 24
ENSMUSG
00000087
522 Gm371 215.865 1
MGI says predicted 
pseudogene
It is expressed 
high in testis 
and in placenta 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 25
ENSMUSG
00000089
881 Gm16280 230.4538 0 0
not expressed 
in testis 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 26
ENSMUSG
00000043













testis but also 
in small 
intestins (even 
higher) kind of 0 0 0 0 0 no paras
conserved down to 
zebradanio and 





825 Spata22 163.1711 1 0 0 YES 0 0 0 0 0 0 0 0 0 0 0 0 0 28
ENSMUSG
00000022
113 Trim52 198.4406 1 0 0 0 0 0 0 0 0 7 paras 0 0 0 0 0 0 0 29
ENSMUSG
00000082
776 Gm7061 189.7829 0 0
no testis 
expression 0 0 0 0 0 0 no info 0 0 0 0
location on X 
chromosome 0 0 30
ENSMUSG
00000043
453 Magea10 186.1597 0 0 0 0 0 0 0 0 0 31 paras 0 0 0 0 0 0 0 31
ENSMUSG
00000020
090 Npffr1 184.6693 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 32
ENSMUSG
00000046
634 Pkd1l1 162.058 1 0 0 0 0 0 0 0 0 7 paras 0 0 0 0 0 0 0 33
ENSMUSG
00000070











brain (4). Array 
express: high in 




It is reported to 





cancer 2005) 0 0 0 0 0 no paras







protein could be 
regulated by 
microRNAs)
Biogrid reports 0 
physical interaction. 
Probably recognizes 






Vector, ES cells and 
miroinjected 
mouse available 
and not ordered 
jet!
Chr11:97853826-
97884154 bp 0 0 34
ENSMUSG
00000089







head (34, ovary 
(622), testis 
(63) 0 0 0 0 0 0 no info 0 0 0 0 0 0 0 35
ENSMUSG
00000038









(71), ovary (72) no paras
conserved down to 
anole 
lizard(human:C9orf
84) not in oncomine
RuvA domain in 
recombination
no interaction in 
biogrid
not targeted in 
KOMP
very nice and it is expressed 
in testis according to 
arrayexpress in human and 
mouse. Adult human up and 
down in juveniles and in js1 
but sarts to come up in JS2, 
thus this may be sertoli 









430 Hus1b 150.9798 0 0 0 0 0 0 0 0 0 1 para
conserved down to 
lamprey 0 0 0 0 0 0 37
ENSMUSG
00000045




in testis. Also 
uni gene: testis 
(65) 0 0 0 0 0 0 2 paras 0 0 0 0 0 0 38
ENSMUSG
00000048





.1 171.115 0 0 0 0 0 0 0 0 0 no info 0 0 0 0 0 0 0 40
ENSMUSG
00000052
305 Hbb-b1 163.281 1 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 41
ENSMUSG
00000079







joint (117).  No 
info in AE. NO 0 0 0 0 0 1 para
conserved down to 
plathypus not in oncomine
1 splice variant. 655 
aa.
products not yet 
available
ChrX:48841466-
48877713 bp, - 
strand 0 0 42
ENSMUSG
00000055





molecular_function spleen (43) 0 0 0 0 0 0 no paras
conserved down to 
Celeworm 0 0 0 0 0 0 43
ENSMUSG
00000050
600 Zfp831 146.1663 0 0 0 0 0 0 0 0 0 3 paras 0 0 0 0 0 0 0 44
ENSMUSG
00000084
009 Gm7590 131.7647 0 0 no info 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 45
ENSMUSG
00000087
390 Gm7598 139.1702 0 0
not expressed 












brain (6) 0 0 0 0 0 0 no paras
conserved down to 









217 Gm9530 132.6547 0 0 0 0 0 0 0 0 0
archived 





.3 123.1711 1 0 0 0 0 0 0 0 0 29 paras 0 0 0 0 0 0 0 49
ENSMUSG
00000083
620 Gm15529 120.5127 1 Mgi says pseudogene
also no info 
about 













embrtissue (1) NO no paras
highly conserved 
to tasmanian devil not in oncomine 1 splice variant
Vector, ES cells, 
NOT ordered yet
Not in testis with Unigene 
and arrayexpress, but it is in 
intestine in both and it is 
weak in ovary. Tmem253 51
ENSMUSG
00000051
582 Otud6a 126.633 0 0
testis but also 





.1 111.5416 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 53
ENSMUSG
00000085







in testis 0 0 0 0 0 0 no paras
conserved down to 
tasmainian devil not in oncomine 2 splice variants not in KOMP 0 0 0 54
ENSMUSG
00000022
347 A1bg 101.0349 0 0 0 0 0 0 0 0 0 15 paras 0 0 0 0 0 0 0 55
ENSMUSG
00000040
812 Agbl2 104.3737 0 0 0 0 0 0 0 0 0 5 paras 0 0 0 0 0 0 0 56
ENSMUSG
00000081
195 Gm6310 99.87781 0
NCBI gene says 
predicted pseuogene
high in testis 
but also in 
islets 0 0 0 0 0 0 no info 0 0 0 0 0 0 0 57
ENSMUSG
00000054





24Rik 99.41224 0 0 0 0 0 0 0 0 0 1 para 0 0 0 0 0 0 0 59
ENSMUSG
00000079
350 Magea8 93.98255 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 60
ENSMUSG
00000071
767 Rhox7 96.48097 1 0 0 0 0 0 0 0 0 25 paras 0 0 0 0 0 0 0 61
ENSMUSG
00000079
626 Gm14543 98.30952 0 0 0 0 0 0 0 0 0 25 paras 0 0 0 0 0 0 0 62
ENSMUSG
00000051
638 Gm9857 101.6234 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 63
ENSMUSG
00000049










gland (6) NO!!! no paras
Conserved down 




2 splivce variants, no 
interaction in biogrid
Vector, ES cells, 
NOT ordered yet
It seems reasonably testis 
specific in mouse by unigene 
and array express, but 
acording to Griswald data it 
comes op from 18dpp, thus 
it is likely upregulated late, 
in spermatids, add to this 
the ARM domain that maybe 
RNA binding and add to this 
the low ovary expression, 
thus possible role is RNA 


















(39) NO!!! no paras
it´s expressed in 
cancer, it is also 





down to Armadillo 
and Wallaby
just 1 Splice variant, 
no interaction in 
biogrid No KOMP produnct
Is on the primig dataset in 
human males and it is in 
spermatid and 
spermatocytes, it is strongly 
up from js3 to js5 and than it 
plateau that means it comes 
up massively in 
spermatocytes. In 
arrayexpress it is only in 
testes and much less a little 
bit in putamen. super cool 65
ENSMUSG
00000082
728 Fam48b1 70.69439 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 66
ENSMUSG
00000037
108 Zcwpw1 84.2513 1 0 0 0 0 0 0 0 0 1 para 0 0 0 0 0 0 0 67
ENSMUSG
00000073
177 Gm773 84.32085 1 0 0 0 0 0 0 0 0 49 paras 0 0 0 0 0 0 0 68
ENSMUSG
00000058










03Rik 86.51932 1 0









brain (2) 0 0 0 0 0 0 no paras
conserved down to 
lamprey 0 0 0
Chr5:107508944-
107551549 bp
it is also called elongation 
factor 2 0 71
ENSMUSG
00000073
716 Gm13241 66.31448 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 72
ENSMUSG
00000054
994 AV320801 52.2189 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 73
ENSMUSG
00000078





molecular_function embrtissue (7) NO no paras
conserved down to 
Coelacanth not in oncomine nothing l
 no interaction in 
biogrid, 1 splive 
variant
products not yet 
available
According to new affy 
genechip it is high in testis 
and in heart in mouse, and 
in unigene in testis and 
muscle. In human array 
express shows it is in testis 
and in muscle as well but 
different probes detect 
muscle and testis 
expression. Primig shows in 
human spermatocytes and 
less spermatid expression.                                        
Germonline tells us that in 
humans it is very specific to 
testis comes up in JS5 and it 
is high in spermatocytes and 
low in spermatid!!!!! SO 
nothing against it but there 
is nothing that indicates 




532 Gm6890 59.7348 0 0 0 0 0 0 0 0 0 5 paras 0 0 0 0 X Chromosome 0 0 75
ENSMUSG
00000082
925 Gm13135 56.52773 0 MGI says pseudogene #N/A #N/A #N/A #N/A #N/A #N/A #N/A no info #N/A #N/A #N/A #N/A #N/A #N/A #N/A 76
ENSMUSG
00000055
214 Pld5 50.20338 1 0 0 0 0 0 0 0 0 2 paras 0 0 0 0 0 0 0 77
ENSMUSG
00000073
854 AI427809 44.67211 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 78
ENSMUSG
00000085










100K9.1 41.23868 0 0 0 0 0 0 0 0 0
nothing 





2 39.81051 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A
archived 
gene #N/A #N/A #N/A #N/A #N/A #N/A #N/A 82
ENSMUSG
00000079





.1 38.30021 1 no info no info no paras
conserved down to 
bone fish
1 splice variant, no 
interactor in biogrid not in KOMP
Inconsistent unigene and 
arrayexpress data. According 
to genechip it is up in testis, 
but according to others it is 
up in liver and in human 
unigene it is all over the 
place. ccdc152 0 84
ENSMUSG
00000078
955 Gm14222 1.256822 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 85
ENSMUSG
00000036










thymus (8) No no paras
conserved down to 
chordata colorectal cancer 3 splice variants Vector available
no indication of high 
expression in meiotic 
tissues, it is in pituary and 
hipocyampus in array 
express and it is low 86
ENSMUSG
00000086
492 Gm16652 1.766207 0 0 0 0 0 0 0 0 0
archived 
gene 0 0 0 0 0 0 0 87
ENSMUSG
00000038










(110), eye (5), 
embrtissue (4) no paras
conserved down to 
lamprey
expressed in 
cancer 2 splice variants
Vector, ES cells, 
microinjected 
mouse telomeric meiosis specific 0 88
ENSMUSG
00000080
824 Gm9001 1.541861 0 #N/A
it is not testis 
specific #N/A #N/A #N/A #N/A #N/A #N/A no info no info #N/A #N/A #N/A #N/A













(36) 0 0 0 0 0 0 no paras
conserved down to 
X. tropicalis 0 0 0 0 0 0 90
ENSMUSG
00000074
665 Gm1006 1.477967 0 0 0 0 0 0 0 0 0 7 paras 0 0 0 0 0 0 0 91
ENSMUSG
00000086
540 Scml1 1.186796 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 92
ENSMUSG
00000081
998 Gm13245 1.461441 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 93
ENSMUSG
00000074
852 Hpse2 1.45125 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 94
ENSMUSG
00000067















.1 1.384047 0 0 0 0 0 0 0 0 0
archived 





10Rik 1.149058 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 99
ENSMUSG
00000081
965 Gm11620 1.412547 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 100
ENSMUSG
00000078
608 Gm9571 1.391468 0 0 0 0 0 0 0 0 0
archived 
gene 0 0 0 0 0 0 0 101
ENSMUSG
00000030
757 Zkscan2 1.362148 1 0 0 0 0 0 0 0 0 4 paras 0 0 0 0 0 0 0 102
ENSMUSG
00000047
875 Gpr157 1.358744 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 103
ENSMUSG
00000032
656 March3 1.352583 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 104
ENSMUSG
00000079
845 Xlr4a 1.335457 1 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 49 paras #N/A #N/A #N/A #N/A #N/A #N/A #N/A 105
ENSMUSG
00000085
498 Gm14023 1.331322 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 106
ENSMUSG
00000058
328 Xlr5a 1.031411 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 107
ENSMUSG
00000087










ps14 1.25355 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 110
ENSMUSG
00000078
550 Dear1 1.218925 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 111
ENSMUSG
00000086





07Rik 1.208131 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 113
ENSMUSG
00000071
425 Gm10332 1.20274 1 0 0 0 0 0 0 0 0
archived 
gene 0 0 0 0 0 0 0 114
ENSMUSG
00000086





20Rik 1.202376 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 116
ENSMUSG
00000089
829 Gm16565 1.202348 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 117
ENSMUSG
00000078
772 Gm12353 1.191592 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 118
ENSMUSG
00000043
843 Tmem145 1.188065 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 119
ENSMUSG
00000082
195 Gm13034 1.169451 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 120
ENSMUSG
00000087
387 Gm15420 1.166127 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 121
ENSMUSG
00000052










279B13.3 1.126972 0 0 no info 0 0 0 0 0 0
nothing 






heart (18), eye(5). 
Arrayexp: high in testis, 
but also enriched in 
pituitary gland and 
thymus. 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 125
ENSMUSG
00000035
582 Gdpd4 0.825192 0 0 0 0 0 0 0 0 0 2 paras 0 0 0 0 0 0 0 126
ENSMUSG
00000087
433 Gm14167 1.122801 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 127
ENSMUSG
00000065
147 Snora31 1.127534 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 128
ENSMUSG
00000052
157 Gm650 1.118377 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 129
ENSMUSG
00000083
027 Gm13140 1.117086 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 130
ENSMUSG
00000042
282 Gucy2f 1.106915 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 131
ENSMUSG
00000039
496 Cdnf 1.113164 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 132
ENSMUSG
00000056





molecular_function oviduct (522) 0 0 0 0 0 0 32 paras 0 0 0 0 0 0 0 133
ENSMUSG
00000074
623 Gm826 1.083253 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 134
ENSMUSG
00000061





15Rik 1.099297 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 136
ENSMUSG
00000048
004 Tmem196 1.098846 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 137
ENSMUSG
00000083
284 Gm13688 1.096357 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 138
ENSMUSG
00000069





.1 1.083455 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 140
ENSMUSG
00000048
534 Amica1 1.083062 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 141
ENSMUSG
00000049
539 Hist1h1a 1.037952 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 142
ENSMUSG
00000086
043 Gm12473 1.074229 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 143
ENSMUSG
00000085
246 Gm15893 1.065326 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 144
ENSMUSG
00000037
432 Fer1l5 1.056487 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 145
ENSMUSG
00000081
355 Gm15264 1.05599 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 146
ENSMUSG
00000042





.1 1.050229 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 148
ENSMUSG
00000075
707 Dio3 1.047012 1 0 0
YES. It is a lot in 
pubmed 0 0 0 0 0 1 para 0 0 0 0 0 0 0 149
ENSMUSG
00000050




Function calcium ion 
binding
tesis (24), eye 
(5), embrtissue 
(1), brain (2), 
bone marrow 
(7), bladder 
(122) NO 0 0 0 0 0 no paras




lymphoma 5 splice variants
not trageted by 
KOMP 0 0 0 150
ENSMUSG
00000069
917 Hba-a2 1.044339 1 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 151
ENSMUSG
00000030





5Rik 1.021823 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 153
ENSMUSG
00000058
385 Hist1h2bg 1.023526 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 154
ENSMUSG
00000031
303 Map3k15 1.017571 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 155
ENSMUSG
00000074





16Rik 1.008675 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 157
ENSMUSG
00000035





685.1 1.005692 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 159
ENSMUSG
00000086










1 0.994705 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 162
ENSMUSG
00000086
461 Gm16899 0.982337 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 163
ENSMUSG
00000081
179 Gm13136 0.981482 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 164
ENSMUSG
00000073
527 Gm10529 0.979393 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 165
ENSMUSG
00000073
608 Gm6086 0.707229 0 0 0 0 0 0 0 0 0 5 paras 0 0 0 0 0 0 0 166
ENSMUSG
00000079





11Rik 0.968686 0 0 0 0 0 0 0 0 0
nothing 





.1 0.962656 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 169
ENSMUSG
00000084
378 Gm15238 0.961381 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 170
ENSMUSG
00000086
587 Gm11837 0.95651 0 0 0 0 0 0 0 0 0
nothing 





1 0.934976 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 172
ENSMUSG
00000050
157 Gm867 0.94773 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 173
ENSMUSG
00000091










2143-2.1 0.921423 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 176
ENSMUSG
00000079















03Rik 0.925741 0 0 0 0 0 0 0 0 0
nothing 










17Rik 0.922126 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 182
ENSMUSG
00000091
736 Yy2 0.921872 1 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 183
ENSMUSG
00000083
215 Gm14081 0.917579 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 184
ENSMUSG
00000085
259 Gm4890 0.916481 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 185
ENSMUSG
00000038





.1 0.893514 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 187
ENSMUSG
00000061
356 Gm600 0.90486 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 188
ENSMUSG
00000086
863 Gm15543 0.910766 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 189
ENSMUSG
00000069
300 Hist1h2bj 0.910352 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 190
ENSMUSG
00000084
904 Gm14827 0.905927 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 191
ENSMUSG
00000079
354 Gm2237 0.903166 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 192
ENSMUSG
00000079
634 Rhox2d 0.886528 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 193
ENSMUSG
00000090















03Rik 0.893111 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 197
ENSMUSG
00000072
884 Gm10433 0.891174 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 198
ENSMUSG
00000063
021 Hist1h2ak 0.876282 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 199
ENSMUSG
00000074
219 Gm10644 0.887424 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 200
ENSMUSG
00000024
901 Peli3 0.880861 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 201
ENSMUSG
00000071





07Rik 0.877209 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 203
ENSMUSG
00000089





17Rik 0.870914 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 205
ENSMUSG
00000015





107N10.4 0.865916 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 207
ENSMUSG
00000079
536 Gm6880 0.841395 1 0 0 0 0 0 0 0 0 5 paras 0 0 0 0 0 0 0 208
ENSMUSG
00000090
034 Gm15917 0.845101 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 209
ENSMUSG
00000065










.1 0.851349 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 212
ENSMUSG
00000067
360 Pramel3 0.838393 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 213
ENSMUSG
00000081
781 Gm14753 0.850087 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 214
ENSMUSG
00000086
882 Gm13352 0.847155 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 215
ENSMUSG
00000053
388 Trim50 0.843765 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 216
ENSMUSG
00000067





10Rik 0.840596 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 218
ENSMUSG
00000085





19Rik 0.833069 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 220
ENSMUSG
00000086




















.1 0.824244 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 225
ENSMUSG
00000030










1 0.816866 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 228
ENSMUSG
00000035
472 Slc25a21 0.816584 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 229
ENSMUSG
00000085
419 Gm11734 0.815517 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 230
ENSMUSG
00000041
658 Rragb 0.815857 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 231
ENSMUSG
00000087
639 Gm15512 0.815316 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 232
ENSMUSG
00000066
807 Gm10179 0.812149 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 233
ENSMUSG
00000079
558 Gm6981 0.81129 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 234
ENSMUSG
00000079
559 Gm684 0.811184 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 235
ENSMUSG
00000060
268 Gm1661 0.808466 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 236
ENSMUSG
00000038
527 C1rl 0.809121 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 237
ENSMUSG
00000022










.1 0.80836 1 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 240
ENSMUSG
00000087
086 Gm13269 0.477875 0 0 not in UniGene 0
predicted 
gene 0 0 0 0
nothing 





1 0.807704 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 242
ENSMUSG
00000050





.1 0.801737 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 244
ENSMUSG
00000085
714 Gm13008 0.793788 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 245
ENSMUSG
00000074
899 Spnb5 0.791075 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 246
ENSMUSG
00000085
039 Gm15927 0.779126 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 247
ENSMUSG
00000055
424 Gm9970 0.788417 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 248
ENSMUSG
00000072










.1 0.783333 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 251
ENSMUSG
00000085





23Rik 0.782217 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 253
ENSMUSG
00000073
778 Gm10574 0.781932 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 254
ENSMUSG
00000085





10Rik 0.777566 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 256
ENSMUSG
00000054
939 Zfp174 0.77251 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 257
ENSMUSG
00000085
119 Gm13644 0.77237 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 258
ENSMUSG
00000073















embrtissue (1) 0 0 0 0 0 0 no paras
conserved down to 
dog, cow, ferret, 
squirrel and some 
others not in oncomine 0 not in KOMP 0 0 0 260
ENSMUSG
00000078
630 Tomt 0.770637 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 261
ENSMUSG
00000085
894 Gm15832 0.769992 1 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 262
ENSMUSG
00000075
525 Gm10849 0.767643 0 0 0 0 0 0 0 0 0
nothing 
reported nothing reported 0 0 0 0 0 0 263
ENSMUSG
00000045
010 Gm4779 0.768952 1 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 264
ENSMUSG
00000083
462 Gm12501 0.768846 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 265
ENSMUSG
00000049





.1 0.762333 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 267
ENSMUSG
00000054
752 Fsd1l 0.766443 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 268
ENSMUSG
00000050
014 Apol10b 0.764749 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 269
ENSMUSG
00000081
248 Gm13787 0.763637 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 270
ENSMUSG
00000085










1 0.759287 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 273
ENSMUSG
00000016
200 Syt14 0.758974 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 274
ENSMUSG
00000084
086 Gm5761 0.757143 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 275
ENSMUSG
00000064
288 Hist1h4k 0.757559 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 276
ENSMUSG
00000040
867 Begain 0.756147 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 277
ENSMUSG
00000072
255 Gm16382 0.755662 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 278
ENSMUSG
00000072
830 Gm10425 0.751852 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 279
ENSMUSG
00000091





.2 0.750232 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 281
ENSMUSG
00000063
543 Gm5616 0.7494 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 282
ENSMUSG
00000069
196 Gm10263 0.748887 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 283
ENSMUSG
00000059
252 Gm6790 0.745528 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 284
ENSMUSG
00000051
984 Sec31b 0.743973 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 285
ENSMUSG
00000067










469G7.4 0.743164 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 288
ENSMUSG
00000051
985 Igfn1 0.742774 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 289
ENSMUSG
00000076
012 Mir705 0.741613 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 290
ENSMUSG
00000050
270 Tmem220 0.740994 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 291
ENSMUSG
00000090
028 Gm17018 0.740634 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 292
ENSMUSG
00000086
983 Gm16972 0.739623 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 293
ENSMUSG
00000068
396 Rpl34-ps1 0.73656 0 #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A #N/A 294
ENSMUSG
00000058
145 Adamts17 0.733468 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 295
ENSMUSG
00000032





11Rik 0.731388 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 297
ENSMUSG
00000082










02Rik 0.729627 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 300
